
SEQUENCE LISTING 



<110> Kaempfer, Raymond 
Arad, Gila 

<120> BROAD SPECTRUM PYROGENIC EXOTOXINS /ANTAGONISTS VACCINES 



<130> A31967-PCT-USA-A 066031.0102 



<140> 09/150,947 
<141> 1998-09-10 



<150> PCT/IL97/00438 
7/ v \151> 1997-12-30 

X. 

<150> ISRAEL 119938 
<151> 1996-12-30 

<160> 18 

<170> FastSEQ for Wii 



k <^<210> 1 



is Version 4.0 



<211> 12 
<212> PRT 

<213> Staphylococcus aureus 
<400> 1 

Thr Asn Lys Lys/ Lys Val Thr Ala Gin Glu Leu Asp 
1 / 5 10 



<210> 2 
<211> 12 
<212> PRT 

<213> Staphylococcus aureus 
<400> 2 

Tyr Asn /Lys Lys Lys Ala Thr Val Gin Glu Leu Asp 
1/5 10 



<210>/3 
<211* 10 
<212> PRT 

<213/> Staphylococcus aureus 
<4Q(0> 3 



Lys Lys Lys Ala Thr Val Gin Glu Leu Asp 
1 5 ' . 10 



<210> 4 

<211> 10 

<212> PRT 

<213> Staphylococcus aureus 

<4 00> 4 

Lys Lys Lys Val Thr Ala Gin Glu Leu 

/ <210> 5 

./ <211> 13 

<212> PRT 

<213> Staphylococcus aureus 



<220> 

<221> LIPID 
<222> (1) . . . (I! 

<223> N-lauryl cysteine residue 



<400> 5 

Cys Thr Asn Lys Lys Lyi Val Thr Ala Gin Glu Leu Asp 
1 5 / 10 



<210> 6 
<211> 13 
<212> PRT 

<213> Staphylococcus aureus 
<220> 

<221> LIPID 
<222> (1) . . . /I) 

<223> N-lauyyl cysteine residue 
<400> 6 

Cys Tyr AsSn Lys Lys Lys Ala Thr Val Gin Glu Leu Asp 
1/5 10 



<210> 
<211> /24 
<212>/PRT 
<213j Staphylococcus aureus 

<40(/> 7 



Tyr Asn Lys Lys Lys Ala Thr Val Gin Glu Leu Asp Tyr/Asn Lys Lys 

1 5 ' . 10 / 15 

Lys Ala Thr Val Gin Glu Leu Asp 
20 





<210> 8 
<211> 36 
<212> PRT 

<213> Staphylococcus aureus 
<400> 8 

Tyr Asn Lys Lys Lys Ala Thr Val Gin Glu Leu Asp Tyr Asn .Lys Lys 

1 5 / 10 15 

Lys Ala Thr Val Gin Glu Leu Asp Tyr Asn Lys Lys Lys Ala Thr Val 

20 / 25 30 

Gin Glu Leu Asp 
35 



<210> 9 
<211> 14 

212> PRT 
<213> Staphylococcus aureus 

<220> 

<221> DISULFID 
<222> (1) . . . (1) 

<221> DISULFID/ 
<222> (14) . . ./14) 

<400> 9 

Cys Tyr Asr/ Lys Lys Lys Ala Thr Val Gin Glu Leu Asp Cys 
1/5 10 



<210> 1( 
<211> l/4 
<212> PRT 

<213>/Staphylococcus aureus 

<220y 

<22l/> MOD_RES 

<22f.> (1) . . . (1) 

<223> D-alanine 



<221> MOD_RES 
<222> (14) . . . (14) 
<223> D-alanine 



<400> 10 . 
Ala Tyr Asn Lys Lys Lys Ala Thr Val 
1 5 



Gin Glu Leu Asp A 

io y 



<210> 11 
<211> 13 
<212> PRT 

<213> Staphylococcus aureus 
<220> 

<221> ACETYLATION 
<222> (1) . . . (1) 

<221> MOD_RES 
<222> (13) . . . (13) 
<223> D-alanine 



:400> 11 

Tyr Asn Lys Lys Lys Ala Th'r Val Gin Glu Leu Asp Ala 
_yl 5 / 10 



<210> 12 
<211> 239 
<212> PRT 

<213> Staphylococcus aureus 
<400> 12 

Glu Ser Gin Pro Asp Pro Lys Pro 

1 7 5 

Phe Thr Gly Eeu Met Glu Asn Met 



Val Ser Ala' 
35/ 



/20 
/ II 



e Asn Val Lys Ser 
40 



Leu lie Tyr Ser lie Lys Asp Thr 

50 / 55 
Arg Val/Glu Phe Lys Asn Lys Asp 
65 / 70 
Tyr VafL Asp Val Phe Gly Ala Asn 

85 

Lys tys Thr Asn Asp lie Asn Ser 
100 

Cys/Met Tyr Gly Gly Val Thr Glu 
115 120 
Ty/r Arg Ser lie Thr Val Arg Val 

130 135 
S/er Phe Asp Val Gin Thr Asn Lys 
145 150 



Asp Glu 

10 
Lys Val 
25 

lie Asp 

Lys Leu 

Leu Ala 

Tyr Tyr 
90 

His Glu 
105 

His Asn 
Phe Glu 
Lys Lys 



Leu His Lys Ser 
Leu Tyr 
Gin Phe 



Gly Asn 
60 

Asp Lys 
75 

Tyr Gin 

Thr Asp 

Gly Asn 

Asp Gly 
140 
Val Thr 
155 



Asp Asp 
30 

Leu Tyr 
45 

Tyr Asp 



Tyr Lys 

Cys Tyr 

Lys Arg 
110 
Gin Leu 
125 

Lys Asn 
Ala Gin 



Ser Lys 
15 

Asn His 

Phe Asp 

Asn Val 

Asp Lys 

80 
Phe Ser 
95 

Lys Thr 

Asp Lys 

Leu Leu 

Glu Leu 
160 



Asp Tyr Leu Thr Arg His Tyr Leu Val Lys Asn Lys Lys Leu Tyr Glu 

165 . 170 / 175 

Phe Asn Asn Ser Pro Tyr Glu Thr Gly Tyr lie Lys Phe /lie Glu Asn 

180 185 / 190 

Glu Asn Ser Phe Trp Tyr Asp Met Met Pro Ala PrO/Gly Asp Lys Phe 

195 200 / 205 

Asp Gin Ser Lys Tyr Leu Met Met Tyr Asn Asp Asn Lys Met Val Asp 

210 215 /220 

Ser Lys Asp Val Lys lie Glu Val Tyr Leu TKr Thr Lys Lys Lys 
225 230 /235 




<210> 13 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

VV<223> Consensus sequence 



<221> UNSURE 
<222> (2) ... (4) 
<223> Any amino acid 



<221> UNSURE 
<222> (6) . . . (6) 
<223> Any amino ac/d 

<221> UNSURE 
<222> (9) . . . (9) 
<223> Any amino' acid 

<400> 13 

Lys Xaa Xaa >Xaa Thr Xaa Gin Glu Xaa Asp 
1/5 10 



<210> 14 
<211> 10/ 
<212> PRT 
<213> Artificial Sequence 

<220>, 

<223>r Consensus sequence 



<22¥> UNSURE 
<22g> (3) . . . (8) 
<223> Any amino acid 



<400> 14 



Lys Lys Xaa Xaa Xaa Xaa Xaa Xaa Leu Asp 
1 5 ' , 10 



<210> 15 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence 



<221> UNSURE 
<222> (1) . . . (1) 
<223> Any charged 



amino acid 



<221> UNSURE 
<222> (2) . . . (3) 
<223> Any amino acid 

221> UNSURE 
<222> (4) ... (4) 
<223> Any hydrophobic 



amino acid 




221> UNSURE 
<222> (5) . . . (5) 
<223> Any amino aci/d 



<221> UNSURE 
<222> (6) ... (6) 

<223> Any hydrophobic amino acid 

<221> UNSURE 
<222> (7) . . . (8) 
<223> Any po^ar amino acid 

<221> UNSURE 
<222> (9) . /. (9) 

<223> Any /hydrophobic amino acid 
<400> 15 i 

Xaa Xaa yXaa Xaa Xaa Xaa Xaa Xaa Xaa Asp 
1/5 10 



<210> lie 
<211>/ 12 
<212>' PRT 
<213> Artificial 



Sequence 



<220> 

<223> Consensus sequence 

<221> UNSURE 
<222> (1) . . . (2) 
<223> Any amino acid 

<221> UNSURE 
<222> (4) . . . (6) 
<223> Any amino acid 



<221> UNSURE 
<222> (8) . . . (8) 
<223> Any amino acid 

<221> UNSURE 
<222> (11) . . . (11) 
<223> Any amino acid 

<400> 16 
Xaa Xaa Lys Xaa Xaa Xaa 
1 5 



lr Xaa Gin Glu Xaa Asp 

10 




jquence 



<220> 

<223> Consensus/sequence 

^>221> UNSURE 
<222> (1) . . . (£) 
<223> Any am/no acid 

<221> UNSUI 
<222> (5) ./ . (10] 
<223> Any/amino acid 

<400> 17> 

Xaa Xaa/Lys Lys Xaa Xaa Xaa Xaa Xaa Xaa Leu Asp 
1/5 10 



<210^ 18 
<21l/> 12 
<212> PRT 
<2Z3> Artificial 



Sequence 



<221> UNSURE 

<222> (1) ... (2) m . 

<223> Any amino acid 

<220> 

<223> Consensus sequence 

<221> UNSURE 
<222> (3) . . . (3) 
<223> Any charged amino acid 

<221> UNSURE 
<222> (4) ... (5) 
<223> Any amino acid 

<221> UNSURE 
<222> (6) . . . (6) 
<223> Any hydrophobic amino acid 




<221> UNSURE 
<222> (7) ... (7) 
<223> Any amino ac/id 

►<221> UNSURE 
<222> (8) . . . (8; 
<223> Any hydrophobic amino acid 



A <221> UNSURE, 
<*-"<222> 



(9) . 

<223> Any 



(10) 

olar amino acid 



<221> UNSyURE 
<222> (11) . . . (11) 

<223> Any hydrophobic amino acid 



<400> 18 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Asp 
1 / 5 10 



